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A 
B 
C 
D 
E 
F 

Consensus 



(1) 
(1) 
(1) 
(1) 
(1) 
(1) 
(1) 



50 

MAN FAI AN VL I LLLNLS TLLN VLAC P Y CP YP S PKP PTHKP P I VKP P VHK- 
MANYALANVFI LLLNLS TLL I VLACPYC P YPS PKP PTHHP PI VKP PVHKR 

-PHVKPPSTPKHPKDPPHVKPPSTPKQPPYVKPPTTPKHPPHVKPPS— 

MGKH GL AT WX V I L LN FAT LL T S LAC SYCPSPSPP 

MGS RVLASF*FVFLI FT VI TLPPT I QACT PCTRPHPPVPKP 

MA ALAS ILLLN STLL LAC YCPYPSP PP PP VKPP 



51 100 

A • ( 50 ) PPKPQPCPPPSSSPKPPHVPKPPHYPKPPAVHP 

B (51) RKYSPTPKPPVHKPPRYPPKPSPCPPPSSTPKPPHVPKPPHHPKPPVVHP 

C (1) RAESART 

D (47) TPKHPKHPP QKPCPPPSHHGPKPPIVKP 

E (35) KPP KVKHPLPPLPPKHPPHVKP 

F (41) PQHGGGGGGGS KP PPHHGGKGGGKP P 

Consensus (51) PK PP K PH PPP H PKPP VKP 



A 
B 
C 
D 
E 
F 

Consensus 



101 

(83) PHVPKPP-AVHPPHVPKPPWHPPI VHPPYVPK- 

(101) PHVPKP PVHPPYVPKPPIVKPPIVHPPYVPK- 

( 8 ) HHMFQP HPP- YVPKPPI VKPPIVHPPYVPK- 



150 

-PPWKPP 

-PPWKPPPYVPK 
-PPWKPP 



(75) PHVPRPP-IVHPPPIVSPPSTPKPPKTPPFTPKPPSPIPPIVSPP- 

(57 ) PHTPMP PNPPAVKPPYVPK PPWEPP- 

( 67 ) PHGGKGGGPPHHGGGGGGGGKSPPWRPPPVWRP PPIIRPP- 

(101) PHVPKP VHPPYVPKPPIV PPIVHPPYVPK . PPWKPP 



A 
B 
C 

D , 

E 

F 

Consensus 



151 200 
( 122 ) — WKPPHVPKPPWPVTPPYIPKPPIVFPPHVPLPP — WPVTPPYVPK 
( 14 4 ) PPWRPPYVPKPPWPVTPPYVPKPPWRPPYVPKPP — WPVTPPYVPK 



(44) 
(119) 
(83) 
(109) 
(151) 



PYVPKPPVVRPPYVPKPP — WPVTPPYVLS 

-IVYPPITPTPPIVHPPVTPKPPSPTPPIVSPPIVY 

YVPKPPWKPPYVPKP PWEPPYMP 

PWYPPPIVRPPPITRPPIIIPPIQPPPVTT 

V PP YVPKPPI VRPPYVPKPP WPVTPPYVL 



A 
B 
C 
D 
E 
F 

Consensus 



201 250 

(168) P PIVFPPHVPLPPWPVTPPYVP — KPPIVFPPHVPLPPWP 

(192) PPIVKPPIVFPPHVPLPPWPSPPPYVPSPPIVKPPIVFPPHVPLPPWP 

(73) HHCFP-TTVSTSSCTITTTLCTNTPIVN HQLFFHHMFFYLPWP 

(154 ) PPITPTPPVVSPPIIPTPPIVSPPFVPN PPW 

(108) 



(14 0) PPGLLPPITTPPG — LLPPVTTPPGLLP- 
(201) PP PIV PP V L P V SPPPIVP 



I F 



— PVTTPPG 
PL PWP 



251 300 

A (208) VTPPYVPLPPWPVTPPFVPTPPIITPPTPTVPVPSPPSETPCPPPPPTV 

B (242) VTPPYVQPP PIVTPPTPTPPIVTPPWSPPTP — PSETPCPPPPLVP 

C (116) VTPPYVQPT TYCNSTNTNTSNWTPPTP — PSETLVLPPPLVP 

D (18 6) IPPPYVPSP PWTPPIVPTPPTPCPP PPPPPAI 

E (108) ; H 

F (173) LLPPIINTPP PVTVPPPSSGYPPYG PPSGG 

Consensus (251) VTPPYVQPP ■ P IV PP TPPTP PSET PPPP 
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301 350 

A (258 ) VPYPPPAQPTCSIDALKLGACVDVLGGLIHIGIGGSAKQTCCPLLQGLVD 

B (287 ) YPPTPPAQQTCSIDALKLGACVDVLGGLIHIGIGGSAKQTCCPLLQGLVD 

C * (15 6) YP-PPPAQQTCSIDALKLGACVDVLGGLIHIGIGGSAKQTCCPLLQGLVD 

D (219) IP-SPPAQPTCPIDALKLGACVDVLGGLIHIGIGGSAKQTCCPLLGGLVD 

E (109) DT L KLGACVDLLGGLVHIGIGSSAKDTCCPVLQGLVD 

F (202) GGGGGGKQPTCPINALKLGACVDVLGGLIHIGLGNPVENVCCPVLQGLLE 

Consensus (301) P PPAQPTCSIDALKLGACVDVLGGLIHIGIGGSAKQTCCPLLQGLVD 

351 397 

A (308) LDAAVCLCTTIRLKLLNINLVIPLALQVLID-CGKTPPEGFKCPSS- 

B (337) LDAAICLCTTIRLKLLNINLVIPLALQVLID-CGKTPPEGFKCPAY- 

C (205) LDAAICLCTTIRLKLLNINLVIPLALQVLID-CGKTPPEGFKCPAS- 

D (268) LDAAICLCTTIRLKLLNINIILPIALQVLIDDCGKYPPKDFKCPST- 

E .(146) LDAAVCLCTAIKVKLLNVNI IIPIALQVLVG-CGKTPPSGFQCPA — 

F (252) LEAAVCLCTTIRLKLLNLNIFIPLALQALIT-CGINPPSGFVCPPLT 

Consensus (351) LDAAICLCTTIRLKLLNINIVIPLALQVLID CGKTPPEGFKCPAS 



Fig. 6b 



WO 2005/085450 



PCT/EP2005/002052 



8/13 



551 600 
B (551) AAAAAC T AAAAAAT AAT TTCTCTCCT GAT T TAT AT G AAAT G AC AT T T T T T 

A (1) ; CGCAATTTTTT 

Consensus (551) G ATTTTTT 

601 650 
B ( 601 ) T GGAAC AT GAAG G - G T AT T GAT T T T T AC C AC C T T T T AC AC C T — TTCAAA 

A ( 12 ) G T GAAG C T GAGGGAGGAT T GGAT T T T AC AC CT AT T CAAAAGT C AT T CAAA 

Consensus (601) GAA TGA GG G ATTG TTTTAC C TT A A T TTCAAA 

651 700 

B ( 648 ) G CCATTCAAGGAT GAATATAGAT T T T T GGGCGATCAAACAC 

A (62) GT T TGT C CC T C CAT T C AAGGAT GAAT GTAGAT T T T T CAAGC AT CAAACAC 

Consensus (651) G CCATTCAAGGAT GAAT TAGATTTTT AT CAAACAC 

701 750 
B (689) AAGAAT CAT T ACGATAACAT GCTT TGGAACACACACATGCT TAAATTAAT 

A ( 112 ) AAGAAT C AC T AGC AT AAC AT GCT T T GAAAC C C AC AC A — CTTAAATTAAT 

Consensus (701) AAGAAT C A TA AT AAC AT GC T T T G AAC CACACA CTTAAATTAAT 

751 800 

B (739) GGTTGGAGTATCAAAT- T T T AAAAT - AT TGT T GT CAAT - AC AT ACC C 

A (160) GT TAGG AAT AT CAAAT C CAAT AT AAAAT C AT AGT TGT CAAT T AC AT ACT C 

Consensus (751) G T GGA TATCAAAT T T AAAAT AT GTTGTCAAT ACATAC C 

801 850 
B (783) CGTCAATCTTCTTTTTTTTACCCAATAAACATTGAAATGTTGCTTCTTTC 

A (210) AATCAAGTCCCTTTCTTTTACCCAATAAACATCAACATATTGCTTCTTCC 

Consensus (801) TCAA CTTT T T T T ACCCAAT AAAC AT A AT TTGCTTCTT C 

851 900 

B (833) GT T AAG C AT AAAAAC AT CAAAG T C T A — GCAAAATGTTGTTTTTGC 

A (260) AT TAAGC ATAT AAAC AT CAAAGT C T AAAAC T AGC AAAAT GTTGTTTT TAG 

Consensus (851) T TAAGC AT A AAACAT CAAAGT C T A GCAAAATGTTGTTTTT 

901 950 
B (877) GAT GAC AC AT T T CAT A — TAGT T T AAAGGAT GC AT GAT T C GAT T ACAAAA 

A (310) GAT GAC AC AT T T C AT ACAT AGT T T AAAAGAT ACT T GAT T CGAT T ACAAAA 

Consensus (901) GAT GAC ACAT T T CAT A TAGTTTAAA GAT C T GAT TC GAT T ACAAAA 

951 '1000 
B ( 925 ) ACAAAAT AC T AAT AAT.T C T AGCACAAAG T T T AAAGC AAGAT T ATAAAGC T 

A (360) AGAAAT T AC CAAT AG T T - T AGC AC AAAGT C T AAAGC AT AAT T A — AAGCA 

Consensus (951) A AAA TAC AATA TT T AGCACAAAG T T AAAGC A ATTA AAGC 
1001 1050 
B (975) T CAT AG-CAT GT GGAT AT T CAT T T AGAAAT AT AGAT T A- GAT TGCCCCTTT 

A (407) TCA C AT GT GC AGAT T TAT GAAAAAAAGATT AAGAT TGCCCCTTT 

Consensus (1001) TCA CATGTG A ATT AT GAAA A AGAT T A GATTGCCCCTTT 
1051 1100 

B .(1024) CATCACGGGTC TAACAGCACCACTTGTCACTACATGTCAAAAA — TG 

A (451) CATCAC GGGT C GAAT AAT AGC AC TAC T T GT C AC T ACAT GT T AAAAAAAT G 

Consensus (1051) CATCACGGGTC TAA AGCAC AC T T GT CAC TAC AT GT AAAAA TG 

1101 1150 
B (10 69) TCCTCTAGTACAGCACCGCTTTTTACTTGATTCCCCTTGTCCATGCATGA 

A • (501) TCCTCTAGTACATCAAACTTTTTCCATTGATTCCCCTTATCC ATGA 

Consensus ' (1101) TCCTCTAGTACA CA TTTT TTGATTCCCCTT TCC ATGA 

1151 1200 
B (1119) AAAAAAT CAAAACAAT AT T T GGAC AC ACAAAC T T GC C C C CAC TTTCCTTT 

A (547) AAAAAAT AAACAAAT T C T TAAGAC AC AAAAAAAT GGCCCC ACAT - C C T T T 

Consensus (1151) AAAAAAT AA A A T TT GACACA AAA TG CCCCAC T CCTTT 
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1201 1250 
B (1169) TTCTTTCTGCCCTAGTTTGTTTGAGACTCATATTGATCAAATTTGGCTAT 

A (596) TTTCTGGCCTAGTTTGTTTGA 

Consensus (1201) TTTCTG CCTAGTTTGTTTGA 

1251 1300 

B { 1219 ) GAAT T CAAACAAAAAAT T CACT CT ACCCAT T GCAT GT GT GGGGCCCA 

A ( 617 ) A T T CAT T C T AACT CT T GAAT AT GT AACGAGGCCCA 

Consensus (1251) A TTCA TCTA C TTG AT TGT G GGCCCA 

1301 1350 
B (12 66) CAT ATAAAT C CAT GAAGGAT T T C AAT GT CC AT C CAAGT CAAT GAT T CAAC 

A (652) C - T AAAAAT CAAT CAATGATTTAAC 

Consensus (1301) C TA AAATC AT CAATGATT AAC 

1351 1400 
B (1316) ' AT AT AT AAC AT T GAAT AAT T T AAT T CCAAT T T GC AGT AT TAT GAT T T AGA 

A (67 6) ATAAAAAA TGAATAGTTTAATT CCAAT TTGC 

Consensus (1351) ATA A AA T GAAT A TTTAATT CCAAT TTGC 

1401 1450 
B (1366) T T GAT T GC T GCAAT AC G GT C CGT GAAT GT GAT C AC T CAC GAGAAAGAGGT 

A (707) — TGCAACATGGTCCGTGAATATGA C T CAC GAGAAAGAT AT 

Consensus (14 01) TGCAA A GGTCCGTGAAT TGA CT C ACGAGAAAGA T 

1451 1500 
B . (1416) AT CAAAAT T T CAAGGT AT T T TAT T TAT T T T T AAC AAATAAAAT T T CAAGG 

A (746)' AT CAAAAT AT C AA AAT T T CAT AG 

Consensus (1451) AT CAAAAT TCAA AAT TTCA G 

1501 1550 
B (14 66) TCT TGT TCACCATATAAACCTCCT CACT CACACCCAATTCTCTTAAGTGT 

A (769) T T T TTT T CAC C AT AT AAAC CT CAT CACT CAT T C — TATTTTTTTAAGTGC 

Consensus ' (1501) T TT T T C ACC AT AT AAACC T C TCACTCA C ATT T TTAAGTG 

1551 1600 
B (1516) AT GAC T T CAT AGT AC — AC T AC AC TAC T T T CT T T GAAACAT GGCTAAC T A 

A (817) AAAGC T T CAT AG TAG T GAG C AC AC ACAT T ACAC T AAAAT CT T C GAAACT T 

Consensus (1551) A C T T CAT AG T A A ACAC TT C T AAA T AACT 

1601 1650 
B (15 64) TGCTCTAGCCAATGTTTTCATCCTTCTCTTGAACTTGAGTACCTTACTCA 

A (867) A 

Consensus (1601) 
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SEQ ID NO: 
SEQ ID NO: 
Consensus 



9 
8 
7 



9 
8 
7 



(1 
(1 
(1 
(1 

(48 
(51 
(51 
(51 



9 (98 

8 (101 

7 (101 
(101 

9 (148 

8 (151 

7 (151 
(151 

9 (198 

8 (201 

7 (201 
(201 

9 (248 

8 (251 

7 (250 
■ (251 

9 (298 

8 (301 

7 (300 
(301 

9 (348 

8 (351 

7 (350 
(351 

9 (398 

8 (401 

7 (400 
(401 

9 (448 

8 (451 
7 (450 

(451 
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CTTTTCAACAATCATGCCCATGTCAAGTGTAAAACAGGTTTACCTCT 

AAGCTTTTCAACAATCATGCCCATGTCAAGTGTAAAACAGGTTTACCTCT 
AAGCTTTTCAACAATCATGCCCATGTCAAGTGTAAAACAGGTTTACCTCT 
AAGCTTTTCAACAATCATGCCCATGTCAAGTGTAAAACAGGTTTACCTCT 
51 100 
CTTAAATAACCGTATTAAAATGCTGAATGATGTATATATGTGGGTTCAAA 
CTT AAAT AACC GT AT T AAAAT GC T GAAT GAT GTAT AT AT GT GGGT T CAAA 
C T T AAAT AAC C GT AT T AAAAT G C T G AAT GAT GT AT AT AT GT GG GT T C AAA 
CT T AAAT AAC C G TAT T AAAAT G C T GAAT GAT GTAT AT AT GT GG GT T CAAA 
101 150 
T T AC AT AAT T T G T AAG TAT GT T AC AC AT T G TAT AAAT AT GT T T T AGAG AA 
T T AC AT AAT T T G T AAG TAT GT T AC AC AT T GTAT AAAT AT GT T T T AGAGAA 
T T ACAT AAT T T G T AAG TAT GT T AC AC AT T GTAT AAAT AT GT T T T AGAGAA 
T T AC AT AAT T T G T AAGT AT GT T ACAC AT T GTAT AAAT AT GT T T T AGAGAA 
151 200 
AAATGTAAACTTATATGTCTAAAGTTATAAAAGAAACATGTCCAACACAT 
AAAT GT AAACT TAT AT GT C TAAAGT T ATAAAAGAAACAT GT CCAACAC AT 
AAAT GT AAACT T AT AT GT C TAAAGT TAT AAAAGAAACAT GT CCAACAC AT 
AAATGT AAACT TAT AT GT C TAAAGT T AT AAAAGAAACAT GT C C AAC AC AT 
201 250 
T T CAGT T AAGAT T T AAAT AG TAT AAAT TAAAAAT TAT C GAT GAT GACAAA 
T T C AGT T AAGAT T T AAAT AGT AT AAAT T AAAAAT TAT C GAT GAT GAC AAA 
T T CAGT T AAGAT T T AAAT AG T AT AA- T TAAAAAT TAT C GAT GAT GACAAA 
T T CAGT T AAGAT T T AAAT AGT AT AAAT TAAAAAT TAT CGAT GAT GACAAA 
251 300 
AAAT T GT AAAT AT AAT T CAT T T T AAAAAAAG T T AAG AAAT T GAAAAAG GA 
AAAT T GT AAAT AT AAT T CAT T T T AAAAAAAG T T AAG AAAT T GAAAAAG GA 
AAAT T GT AAAT AT AAT T CAT T T T AAAAAAAG T T AAG AAAT T GAAAAAG GA 
AAAT T GT AAAT AT AAT T CAT T T T AAAAAAAGT T AAG AAAT T GAAAAAGGA 
301 350 
AAT AT C G AGAAAAAAAT AT GT C GAT TAT AT AT AT GT GT GAG C T GAG T G AA 
AAT AT CGAGAAAAAAAT AT GT CGAT TAT AT AT AT GT GT GAGCT GAGT GAA 
AAT AT CGAGAAAAAAAT AT GT C GAT TAT AT AT AT GT GT GAGCT GAGT GAA 
AAT AT C GAGAAAAAAAT AT GTCGAT TAT AT AT AT GT GT GAGCT GAGT GAA 
351 400 
TAT AT AT G TAT AT T T TAT T T T T GAC T GAAT AT AT GT G T GT AT AGAC AAT A 
TAT AT AT GTATATT T TAT T T T T GACT GAAT AT AT GT GT GT AT AGACAATA 
TAT AT AT GTAT AT T T T AT TT T T GAC T GAAT AT AT GT GT GTAT AG AC AAT A 
TAT AT AT GTAT AT T T TAT T T T T GAC T GAAT AT AT GT GT GT ATAGACAATA 
401 450 
AT GCGCAGAAT GCC GAT C GAT GAAT T GT T T AC T G CAT T T CCAAAT AT GT G 
AT GCGCAGAATGCC GAT CGAT GAAT TGTT TACT GCATTTCCAAAT AT GTG 
AT GCGCAGAAT GCCGAT CGAT GAAT TGTTTACTGCATTT CCAAAT AT GTG 
AT GCGCAGAAT GCCGAT CGAT GAAT TGTT TACT GCATTTCCAAAT AT GTG 
451 500 
TGCATAAGCGTTCCACATGTCACCCATGTTGTAATTAGTTTCTTCCCTGG 
TGCATAAGCGTTCCACATGTCACCCATGTTGTAATTAGTTTCTTCCCTGG 
TGCATAAGCGTTCCACATGTCACCCATGTTGTAATTAGTTTCTTCCCTGG 
TGCATAAGCGTTCCACATGTCACCCATGTTGTAATTAGTTTCTTCCCTGG 
501 550 
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SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 



9 (498 

8 (501 

7 (500 
(501 

9 (548 

8 (551 

7 (550 
(551 

9 (598 

8 (601 

7 (600 
(601 

9(648 

8 (651 

7 (650 
(651 

9(692 

8 (695 

7 (700 
(701 

9 (742 

8 (745 

7 (750 
(751 

9 (792 

8 (795 

7 (800 
(801 

9 (842 

8 (845 

7 (849 
(851 

9 (892 

8 (895 

7 (899 
(901 

9 (942' 

8 (945 
7 (948 

(951 



AT GAAT T AC T AAGAAAC AGAT T GAT T GAT AGT AC TAT AT T AAAT TAT G T A 
AT GAAT T AC T AAGAAAC AGAT T GAT T G AT AGT AC T AT ATT AAAT TAT G T A 
AT GAAT T AC T AAGAAAC AGAT T GAT T GAT AGT ACT AT AT T AAAT TAT G T A 
AT GAAT T AC T AAGAAAC AGAT T GAT T GAT AGT ACT AT ATT AAAT TAT G T A 
551 600 
GCT T T AC ATGT CAGGAAAAT GTAGT T GCAGTAT T AT GT AAT GT AATTAAT 
GCT T T AC AT GT CAGGAAAAT GTAGT T GCAGTAT TAT GT AAT GT AAT TAAT 
GCTT T AC AT GT CAGGAAAAT GTAGT T GCAGTAT TAT GT AAT GT AAT TAAT 
GCT T T AC AT GT CAGGAAAAT G T AGT T GCAGTAT TAT GT AAT GT AAT TAAT 
601 650 
AG G AAGT C AC AGACAAT T T GAAGAC AAT T T CT T TAG C T T AC C TAT C T CAT 
AGG AAGT C AC AG AC AAT T T GAAGAC AAT T T C T T TAG C T T AC C TAT C T CAT 
AGG AAGT CAC AG AC AATT T GAAGAC AAT T T CT T T AGC T TAC C TAT C T CAT 
AGGAAGT CACAG AC AAT T T GAAGAC AAT T T CT T T AGC T TAC C TAT C T CAT 
651 700 

GC C AC AAT TAT G TACT TAC GAC AG T AAAAT GT T T AAAAGC AAAA 

GC C ACAAT T AT G T ACT TACGAC AGT AAAAT GTTT AAAAGC AAAA 

GCCACAATTATGTACTTACGACAGTAAAATGTTTAAAAGCAAAAGCAAAA 
GCC AC AATTAT G TACT TACGAC AGT AAAAT GTT T AAAAGC AAAA 
701 750 
AAAAGAAAGAAG AAGAAG AAG TAAT AAAT G GAAT T AT AT AGAAT GT AC T C 
AAAAGAAAGAAG AAGAAG AAG TAAT AAAT G GAAT T AT AT AGAAT GT AC T C 
AAAAGAAAGAAGAAGAAGAAGTAATAAATGGAATTATATAGAATGTACTC 
AAAAGAAAGAAGAAGAAGAAGT AAT AAAT G GAAT TAT AT AGAAT GT AC T C 
751 800 
TTTGTCTTCATCTGCCCTATAATTCCTGCAGCAGCCAAAGCATAATAGCA 
TTTGTCTTCATCTGCCCTATAATTCCTGCAGCAGCCAAAGCATAATAGCA 
TTTGTCTTCATCTGCCCTATAATTCCTGCAGCAGCCAAAGCATAATAGCA 
T T T GTCT T CAT CT GC C CT AT AAT T CCT GCAGCAGCCAAAGCAT AATAGCA 
801 850 
T G C AAT AT G C AC AT AT TCGTTTTAGGCTTT T AGC C T C C AC GAT C T G T T AA 
TGCAATATGCACATATTCGTTTTAGGCTTTTAGCCTCCACGATCTGTTAA 
T GC AAT AT GCACATAT T C GT TT T AGGC T T T TAGC - T CCAC GAT CT GT T AA 
TGCAATATGCACATATTCGTTTTAGGCTTTTAGCCTCCACGATCTGTTAA 
851 900 
TGGAAAGTGAAAAGTAAGAGATATGAAGTTCATTATGGCAGCCATGGTCC 
T G G AAAGT GAAAAGT AAG AGAT AT GAAG T T CAT T AT GGC AGC CAT GG T C C 
TGGAAAGT GAAAAGT AAG AGAT AT GAAG T T CAT TAT GGC AGC CAT GGTCC 
TGGAAAGT GAAAAGT AAGAGAT AT GAAGTT CAT TATGGCAGCCATGGTCC 
901 950 
CAGGGAAGCACTAGAAGATATGAAATGACATAAAAGGTCACCATGCATAA 
CAG G GAAG C AC T AGAAGAT AT GAAAT G AC AT AAAAGGT C AC CAT G C AT AA 
CAGG GAAG C AC T AGAAGATAT GAAAT GAC - T AAAAG GT C AC CAT G C AT AA 
CAGGGAAGCACTAGAAGATATGAAATGACATAAAAGGTCACCATGCATAA 
951 1000 
T G C T T T AAAT GC T T G C TAT AGAAT C AAAAAAT GAAG AG AT G T GAC AAAT T 
T G C T T T AAAT G C T T GC TAT AGAAT C AAAAAAT GAAG AGAT GT G ACAAAT T 
T G C T TT AAAT G C T T G C TAT AGAAT C AAAAAAT G AAGAGAT GT GAC AAA T T 
T G C T T T AAAT GC T T G C TAT A GAAT C AAAAAAT GAAG AGAT G T GAC AAAT T 
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SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
Consensus 

SEQ ID NO: 
SEQ ID NO: 
SEQ ID. NO: 
Consensus 



9(992) 
8 (995) 
7 (998) 
(1001) 

9 (1042 
8 (1045 
7 (1048 
(1051 

9(1092 
8 (1095 

7 (1098 
(1101 

9 (1142 
8 (1145 
7 (1148 
(1151 

9 (1192 
8 (1195 
7 (1198 
(1201 

9 (1242 

8 (1245- 
7 (1239 

(1251 

9 (1292 
8 (1295 
7 (1289 
(1301 

9 (1342 
8 (1345 
7 (1338 
(1351 



1001 1050 
GT T ACAT CTAAT ACGCAAT AAT T T GACAAAGACGACT AT GCGTTTATATA 
GTTACATCTAATACGCAATAATTTGACAAAGACGACTATGCGTTTATATA 
GTTACATCTAATACGCAATAATTTGACAAAGACGACTATGCGTTTATATA 
GTTACATCTAATACGCAATAATTTGACAAAGACGACTATGCGTTTATATA 
1051 1100 
T T TAT T T T AAT T AGT T GGCGT CT C T TAT T AT AAAGAAAATAAGGG CAGT G 
TTTATTTTAATTAGTTGGCGTCTCTTATTATAAAGAAAATAAGGGCAGTG 
TTTATTTTAATT AGT TGGCGTCTCTT AT TAT AAAGAAAATAAGGG CAGTG 
TT TAT TTTAATTAGTT GGCGT CTCT TAT T AT AAAGAAAATAAGGGCAGTG 
1101 1150 
T C AAC AT T T C C AGGC AAC T AG T T AGT TAT T T TAT T T T C T T GT T TAT AAT T 
T C AAC AT T T C C AGGC AACT AGT T AGT TAT T T TAT T T T CT T GT T TAT AAT T 
T C AAC AT T T C C AGGC AAC T AGT T AGT TAT T T TAT T T T CT T GT T TAT AAT T 
T C AAC AT T T C C AGGC AAC T AGT T AGT TAT T T TAT T T T CT T GT T TAT AAT T 
1151 1200 
ATTTCCATATAGCTAGCTGTCTCTATCTAATCCAAATCCGCTTTCCACAA 
ATTTCCATATAGCTAGCTGTCTCTATCTAATCCAAATCCGCTTTCCACAA 
ATTTCCATATAGCTAGCTGTCTCTATCTAATCCAAATCCGCGTTCCACAA 
ATTTCCATATAGCTAGCTGTCTCTATCTAATCCAAATCCGCTTTCCACAA 
1201 1250 
C C AAC T T GGT C GCAT T G GT C C AAAAAAC T C AAT AT C AAT AT T T T C GAAAT 
eCAACTTGGTCGCATTGGTCCAAAAAACTCAATATCAATATTTTCGAAAT 

CCAACTTGGT CC AAAAAAC TCAATATCAATATTTTCAAAAT 

CCAACTTGGTCGCATTGGTCCAAAAAACTCAATATCAATATTTTCGAAAT 
1251 1300 
AGT T T T AGC AT T G T T T AGGAAGAGAAT T G T AAGAG AT AAAAT C T AAG T AC 
AGTTT TAGCAT T G T T T AGGAAGAGAAT T G T AAGAG AT AAAAT CTAAGTAC 
AGT T T TAG CAT T G T T T AGGAAGAGAAT T G T AAGAG AT AAAAT C T AAG T AC 
AGT T T TAGCAT T G T T TAG GAAGAG AAT T G T AAGAG AT AAAAT C T AAG T AC 
1301 1350 
TCCACCTACCAAGAT AAAAT AGT TGGATAAATGGGTAAAAAAAGTTGTAT 
T C C AC C T AC C AAG AT AAAAT AGT T G GAT AAAT G GG T AAAAAAAGT T G TAT 
T C CAC C T AC C AAG AT AAAAT AGT T GGAT AAAT G GG T AAAAAA- GT T G TAT 
TCCACCTACC AAG AT AAAAT AGT TGGATAAATGGGTAAAAAAAGTTGTAT 
1351 1393 

AAAGGGCAACACTACCTCTCCTAATGGCAGTA 

AAAG GG C AAC AC T AC C T C T C C T AAT GGC AGT AC CAAAAC C C AAG 
AAAGGGCAACACTACCTCTCCTAATGGCAGTACCAAAACCCAAG 
AAAG GG C AAC AC T AC C T C T C C T AAT GGC AGT AC CAAAAC C C AAG 
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